
Curriculum Vitae 
 

Yang Li   Professor, Dr. 
d.o.b. October the 4th, 1974, in Shiyan, China 

 

University Education 
2010      Doctorate Bioinformatics, University of Groningen, NL 
1992–1999  Bachelor of Science/Master of Science, Hunan University, Changsha, China 
 

Scientific Career 
 
Since 2020 Deputy Topic Speaker for the Helmholtz Centre for Infection Research, Braunschweig, 

Germany. 
Since 2019   W3 Professor at Hannover Medical School (MHH)  

Director of Centre for Individualised Infection Medicine (CiiM), Hannover, Germany. 
Head of Department Computational Biology for Individualised Medicine 

2013 - 2019 Principal Investigator, Assistant Professor, Department of Genetics, University Medical 
Centre Groningen, University of Groningen, Groningen, The Netherlands 

2010 - 2013 Postdoc, Groningen Bioinformatics Centre (GBiC), University of Groningen, Groningen, 
The Netherlands 

 
Awards and Honors 

2023 
2020 
2019  
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